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Do They Add Any New Proteins?

Proteins
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Any Biologically Interesting Peptides/Proteins?
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YPIEHGIVTNWDDMEK

YPIEHGIVTNWDDMEK from Actin, cytoplasmic 1 protein
(SW:P02570) containing methylated histidine at position 5 

15

LQGSATAAEAQVGHQTAR (>10 EST sequences)
This intron-exon spanning peptide identifies a novel splice 
variant of the Lck-interacting transmembrane adaptor 1 protein 
(LIME1, NP_060276). LIME1 was shown to be a raft-associated 
protein in several recent studies.

Searching Genomic Databases

• Human lipid rafts
• Search against EST 

database
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Running QualScore

Tools -> Qualscore

Add Files
pepXML with all probabilities

Choose options

Run!

17

Getting Qualscore

• Requires Java
• Windows 

– Part of the TPP cygwin installation
• Linux 

– Must download separately
• Link to more info:
http://tools.proteomecenter.org/wiki/index.php?title=Software:QualScore
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